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Remaining allele deletion Including results in Fig. 2D , totally 8 clones were examined. Figure S4 . Analysis of NHEJ mutations in U87 cells. The genomic off-target sites were amplified from genomic DNA isolated from wild-type (WT) U87 and three AAVS1-targeted clones generated in this study.
DNA sequencing was performed to examine NHEJ mutations at eight BLAST-predicted genomic offtarget (OT) sites (Table S2) iPSC #6
